
The Biotechnology Systems Branch of the Scientific and Technical Inrormatiop' 
Center (STIC) detected errors when processing the ToIIowing computer readable 
form: 



Date Processed by STIC: ^ (^/^/Oy 



Application Serial Number: 
Source: 




THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION AND PATENTIN SOFTWARE QUESTIONS, PLEASE CONTACT 
MARK SPENCER, TELEPHONE: 571-272-2510; FAX: 57|.273-(»22l 



TO REDUCE ERRORED SEQUENCE LISirNGS. PLEASE USI: THE CHECKER 
VERSION 4.2.2 PROGRAM ACCESSIBLE THROUGH THE U S PATRNT AND 
TRADEMARK OFFICE WEBSITE SEE BELOW FOR ADDRliSS 
lit (p://\v WW. iisplo.gov/wcb/orriccs/pac/chccker/chkrriotc. Ii»in 



Applicaiils suhmiilmg gcnclic sequence infonnaliou clcclromcally on diskcilc or ( O-Roni sliouki he .i\\;iie ili.it iliere is 

a possibility tluil the disk/C D-Roin may have been alTecicd by ircalnicnl given to .HI inconnnj; mluI 

Please consider using allcrnatc inelliods of submission for ihc disk/CD-Roin or replaccnicnt disk/( D-Kchii 

Atw reply mcludinu a sequence listiim ni electronic form should NOT be sent to tlic 2023 I /ip code .iddjcss (or ihc 

United States Patcni and Trademark OfTicc: and instead should be sent via the fo llow inu lo (he indic;iied addresses 

F EFS Bio ( http://wwwaispto,gov/cbc/efs/downloads/documcnt.s.htm> , EI S Siil)inission 
User Manual - ePAVi:) 

2 U.S. Postal Semcc: Coinimssioncr for Patents. PC Box N5t). Alexandria \ A >2^r^l4>ii / 

3 Hand Can y, Federal Kxpress, United Parcel Senice, (m <»lher deliver) sirMic {Fll- 1* i:( I l\ |v nt/I4/05): 

US Patent and Trademark OfTice. Mail Stop Sequence. Customer Windov\ K.mdolph liiiildmi', -KM Dulain Si reel 
Alexandria. V A 22^14 

Revised (iI/2 4/(i.S 



BEST AVAILABLE OOPY 




\Uiil 



Arm: wcw RUixs cascs: riXASc diskcqam Cffcu^tc -ALriu- iccadcici wiciai (vcrc inscri^o bv rro sorrwAnc 

' Wf»pp<d Nuclckix^ nvmbcrAcxl »( iCc civi of cich |;ac "wr,ppc<r^own lo ihc hckI Imc. Thii imx eccur if yooi file 

Wrapped Anjft<ft wif rcCncvcd in » w«r</ prices tor » fccr crcaUn^ k. PlcJic id/oic your r i^hi nur^an to ihis will 

2 :lAj^d Unc UnclK rU rvlci require iKil • Imc not ci ccctf 7^'chifici«i In IcnreK. TT^ii iacMci whJu ,pKc i. 

^ /y^J^*^M''\^ ^'"'"O TKc ftumbcrmf t/ndcr cic hj'j mmo icid ii mlulicAcd. Do ^ ol ulc Ob codci Iciwctn nu»^t>. ,.. 

rWlKfinf i/ic ipicciliiracCcrf, iftiicJd. ' 



Moa-ASCII 



V*riitl< Length 



"b^i" 



Th< lubmidcd flic wii fcoc iivcB WASClKDOSjicii; II rcqwIrcJ by ihc Sequence Rulci. flcjic 
<Murc l«blcqw<«C ivtnuiflon If lived In ASCII ICiC. 

Scqwencc(t) conliin «*i or Xn'i rcprcscncinf more ihift one v^iidue. Per Sequence Rule j 

«»e> n vr Xti cin •nl/ rc|irci<n( • ilncic rciidvc. ficiic preiCAf the miilmum number of cad. 
reiiduc KiviAf viriibic Unzih iivd lAdicaie in ihc <?20>.<2n> icciion ihii some mjy be nutsmc 

A "lui' lA r«ur\lln vcflion 2 0 hat ciuicd Ihc <H0>.<?2 J> iccnon lo be mitun^ f#om am.Ao JcU 

tcqucncci(0 ^ Nonmilly. PilcAiln would lulomaiicitly {cncralc ihit section from the 

previously coded nucleic acid sequence Please minuilly copy iKc retcvani <?20>.<}7)> leei.on lo 
the subsequent annino acid sequence Tliii i|i|ii;(i lo ilic mindiiory <}?0> <n3> leelioni (or 
Anifichl or Unkneivn srqucncri. 

' Skipped Sequences Sequence(i) mniunf^ If .niem.on,! pic Jtf -auh ihr foUow.nc l.of Wor ext. U .npf rt vro 

{OLORULCS) (^)iNrofu^ATiONroasco»UNOx (.nun sfO'o no »kc.c x .v M.o-.n, 

(•) SCQUCNCC CMaKaCURIS IlCS (Oo aoi >f>un jn, wbl.r Jd-n^i „n<Jf» II., \ '.f jj 

(-) SCQUCNCC OrSCklinON SCO to NO X Vnun^l.OK/NOwKce X M.l.o-n| ' 

T'ha tequrnec n tnieniio.iiiiy :V.pped 



Please alio j(];usi ihe (lONllMfltR Of Sl.OUl n( f S .f xpo- 



Si .pped Scq«rn(f * ScqueAee(t| 
(N( xv.UU.(.S» <2l0>ieq„cn7c.doumbc. 

<<00> lequcnc/ id nuntbn 

000 



U lU .i,<ludf ll.f xV.piu.l V.., 



niiw.A^ if tnf r niion il i*\t s\t .nxi <i li.c Jollo«. l.nr \ to* r j ( I. \i .|,| ., . 



• 0 



I ) 



IMc ojn »o. X.i , Uic or A t ,nd/o, Xaj Uindf.rc.cd SM,«»«t. 

{f>'LwMuilSj (c. I 8?lor Sequence Rulei «wof <;;0- * ; M • M aN|)a I 0» Y .1 n ^ o. X vjk furxfo. 

In <2iO> 10 seci.on e .pU.n loe j..on of « o* X « i ind wImcI. reudue n o. X i 



invii.<j < ^t^» 

Ke\ponte 



uit of </;o» 



Pauniln J O 
"bug" 



' 'Cp»f \f Ml ^ 



Misuse of r/Xii 



P<' I 8?J of Sequence Rolcv ll.f only V, I, d < /n . .c%p0Au% jic UnVnown An.f.tol ScquCff 
u.eni.f.c n,n.e (Cenus/spece </;0' <n\' wo-o- .x.rqu.red «Kfn <;i | . .f„K)«u 
• I Amficijl Sequence 

Sequenee(t} in.^i.i.j; ii.f < ; ;D » Irji^.c 3»d juoe.aied ou.i.e ,df ni,f.<M . j ,^ ^ 

Use of <N0> ,0 c2n> M MaNOa TUK V .f < ; , w O.p.W K.poov. AM.f.eol Sequence o.' 
Unl:now« ric*je c*pUin loufcc of ccnei.e mjiei.jl .« <^?0> lo <?M> tecnon 
(Sec Tederil Reenter. -00101/1995. Vol C). No 104. pp. 29031 v)2) (Sec I 8 2 ) of Sequence Ruletl 

Plewe do f^oi use "Copy io Disk* funei.on of Piiemln »efiK>n 2.0. This causes a eorrupied f.Ie 
rcsulunt w rnissinj mandatory numeric ideniif.eri jnd responses (as mdicaied on i uqucocc 
•t<»nj) lAsicid. please use file M jniccf' of iny oti.er miftuil means to copy f.Ie lo Ooppy d.tl: 

•n - can only represent i single nucleotide; ' Xa. ' e*n only icpfcsenl > i.ngJe amino leid 

AMC - Oiotechnotogy Systems Oianch - 09/09/200) 



BEST AVAILABLE (X>PY 




RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/049 , 967C 



DATE: 06/02/2005 
TIME: 08:23:10 



Input Set : A:\PTO.DA.txt 

Output Set: N:\CRF4\06022005\J049967C.raw 

2 <110> APPLICANT: Imperial College Innovations Limited 
W--> 3 <120> TITLE OF INVENTION: Isoforms o£ Snare Molecules and the Uses Thereof in 
W--> 4 Modulation of Cellular Exocytosis 

W-->* 5 <130> FILE REFERENCE: ICOY/P232 94PC 
W--> 6 <140> CURRENT APPLICATION NUMBER: US/10/049 , 967C 

7 <141> CURRENT FILING DATE: 2002-02-18 
W--> 8 <160> NUMBER OF SEQ ID: 28 

9 <170> SOFTWARE: PatentIn Ver. 2.0 



ERRORED 






26 






27 






28 






29 


W- 


-> 


30 






31 


W- 


-> 


32 


E- 


-> 


33 






34 






35 






36 






37 


W- 


-> 


38 






39 


W- 


-> 


40 


E- 


- > 


41 






42 






43 






44 






45 


W- 


-> 


46 






47 


W- 


-> 


48 


E- 


-> 


49 



Wot Comply 
Corrected OJskeKe 




Description of Artificial Sequence: per primer 



Ccafccttgtt gQ agctgcgt liggc^ttcat^ ^^^^^ Si^ 





Artificial Sequence 
DRMATION: Description of 



catcttgtt gcctttg'dgt bggctt.c'Qat 
m> I^^NGTH:/^;Lf^ 

Artificial Sequence 



D] 



•\s 5x-m? 



ids 



xticial Sequence: per prime^j^-- 



Description of Artificial Sequence: per primer 



SEQUENCE : 5 



162 



<210 



titti^cf tteqQccdcca gtttiggctfe<ia ^te 

SEQ ID NO: 20 ^ 



163 <211> LENGTH: 10 

164 <212> TYPE: PRT 

165- <213> ORGANISM: Homo Sapiens 

168 <400> SEQUENCE: 20 

169 Gin Ar^ Ala TJir Lys Met Lau G\y S^r Gly 
E--> 170 I ^ ^ /O 



file://C:\CRF4\OuthoId\VsrJ049967trtitnr S^^^-^TT 




6/2/05 



Page 2 of 5 



RAW SEQUENCE LISTING DATE: 06/02/2005 

PATENT APPLICATION: US/10/049 . 967C TIME: 08:23:10 

Input Set : A:\PTO*DA. txt 

Output Set: N:\CRF4\06022005\J049967C.raw 

171 <210> SEQ ID NO: 21 

172 <211> LENGTH: 10 

173 <212> TYPE: PRT 

174 <213> ORGANISM: Artificial Sequence 
W--> 175 <220> FEATURE: 

176 <223> OTHER INFORMATION: Description of Artificial Sequence: synthesized 
W--> 177 <400> SEQUENCE: 21 

178 Gin Thr Ala Tt^r Lys Mat Leu Gly Ser Gly 
E--> 179 



Gin Tnr A±a Tftr Lys Mat Leu Gly ser Giy 

\ ^ S ^ /O 



216 <210> SEQ ID NO: 26 

217 <211> LENGTH: 5 

218 <212> TYPE: PRT 



219 <213> ORGANISM: Artificial Sequence iJ^^Tl'^ 
W--> 220 <220> FEATURE: / 7^"' — ^ 

221 <223> OTHER INFORMATION: Description of Artificial Sequence: synthesized 

224 <400> SEQUENCE: 26 ^ /^/!\y^ 

225 Gin Arg Al^ Thr Ly« vOf 
E--> 226 f y-ar ^ .^^^""'^'^ 

227 <210> SEQ ID NO: 27 ^ 

228 <211> LENGTH: 5 \A ^ i \ ' ^ / 

229 <212> TYPE: PRT ^ ^. /y 

230 <213> ORGANISM: Artificial Sequence 
W--> 231 <220> FEATX7RE: 

232 <223> OTHER INFORMATION: Description of Artificial Sequence: synthesized 
W--> 233 <400> SEQUENCE: 27 

2 34 Gin Thr Ala Thr Lys ^ 

\ ^ s ^ 




E--> 235 



file://C:\CRF4\Outhold\VsrJ049967C.htm 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/10/049 , 967C 



DATE: 06/02/2005 
TIME: 08:23:11 



Input Set : A:\PTO.DA.txt 

Output Set: N:\CRF4\06022005\J049967C.raw 



33 M:254 £: 
33 M:252 ^ 
38 M:283 W: 



3 M:283 W: Missing Blank Line separator, <120> field identifier 

5 M:283 W: Missing Blank Line separator, <130> field identifier 

6 M:283 W: Missing Blank Line separator, <140> field identifier 
8 M:283 W: Missing Blank Line separator, <160> field identifier 
10 M:283 W: Missing Blank Line separator, <210> field identifier 
14 M:283 W: Missing Blank Line separator, <220> field identifier 
16 M:283 W: Missing Blank Line separator, <400> field identifier 
22 M:283 W: Missing Blank Line separator, <220> field identifier 
24 M:283 W: Missing Blank Line separator, <400> field identifier 
30 M:283 W: Missing Blank Line separator, <220> field identifier 
32 M:283 W: Missing Blank Line separator, <400> field identifier 

No. of Bases conflict, LENGTH : Input : 2 9 C ounted : 2 8 SEQ:3 
No. of Seq. differs, <211> LENGTH : I nput : 2 9 FonnH-^ft SEQ:3 
Missing Blank Line separator, <220> field identifier 

40 M:283 W: Missing Blank Line separator, <400> field identifier 

41 M:254 E: No. of Bases conflict, LEN GTH : Inpu t : 0 Cou nted: 2 9 SEQ: 4 

41 M:252 E: No. of Seq. differs, <211> LENGTH : Input : 3 O^Found : 2 9 SEQ:4 
46 M:283 W: Missing Blank Line separator, <220> field identifier 

48 M:283 W: Missing Blank Line separator, <400> field identifier 

49 M:254^: No. of Bases conflict, LENGTH : Input : 3.2 Co unted: 31 SEQ:5 , 
49 M:252'T: No. of Seq, differs, <211> LENGTH : I nput : 3_2_ Fou nd : 3 1 SEQ:5 
54 M:283 W: Missing Blank Line separator, <220> field ideflEif ier 

56 M:283 W: Missing Blank Line separator, <400> field identifier 
62 M:283 W: Missing Blank Line separator, <220> field identifier 
64 M:283 W: Missing Blank Line separator, <400> field identifier 
70 M:283 W: Missing Blank Line separator, <220> field identifier 
72 M:283 W: Missing Blank Line separator, <400> field identifier 
78 M:283 W: Missing Blank Line separator, <220> field identifier 
80 M:283 W: Missing Blank Line separator, 
86 M:283 W: Missing Blank Line separator, 
88 M:283 W: Missing Blank Line separator, 




:94 M:283 W: Missing Blank Line separator, 
:96 M:283 W: Missing Blank Line separator, 
:102 M:283 W: Missing Blank Line separator, 
:104 M:283 W: Missing Blank Line separator, 
:110 M:283 W: Missing Blank Line separator, 
:112 M:283 W: Missing Blank Line separator, 
:118 M:283 W: Missing Blank Line separator, 
Missing Blank Line separator. 
Missing Blank Line separator, 
128 M:283 W: Missing Blank Line separator, 
134 M:283 W: Missing Blank Line separator, 
136 M:283 W: Missing Blank Line separator, 
142 M:283 W: Missing Blank Line separator, 
144 M:283 W: Missing Blank Line separator, 
150 M:283 W: Missing Blank Line separator, 
152 M:283 W: Missing Blank Line separator, 
158 M:283 W: Missing Blank Line separator. 



120 M:283 W: 

126 M:283 W: 



<400> field identifier 
<220> field identifier 
<400> field identifier 
<220> field identifier 
<400> field identifier 
<220> field identifier 
<400> field identifier 
<220> field identifier 
<400> field identifier 
<220> field identifier 
<400> field identifier 
<220> field identifier 
<400> field identifier 
<220> field identifier 
<400> field identifier 
<220> field identifier 
<400> field identifier 
<220> field identifier 
<400> field identifier 
<220> field identifier 



file://C:\CRF4\Outhold\VsrJ049967C.htm 
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VERIFICATION SUMMARY DATE: 06/02/2005 

PATENT APPLICATION: US/10/049 , 967C TIME: 08:23:11 

Input Set : A:\PTO.DA.txt 

Output Set: N:\CRP4\06022005\J049967C, raw 

L:160 M:283 W: Missing Blank Line separator, <400> field identifier 

L:170 M:332 ^: (32) Invalid/Missing Amino Acid Numbering, SEQ^JIIl2D.c 

L:175 M:283 W: Missing Blank Line separator, <220> field identifier 

L:177 M:283 W: Missing Blank Line separator, <400> field identifier 

L:179 M:332 (32) Invalid/Missing Amino Acid Numbering, SEQ ID:21 

L:184 M:283 W: Missing Blank Line separator, <220> field identifier 

L:186 M:283 W: Missing Blank Line separator, <400> field identifier 

L:193 M:283 W: Missing Blank Line separator, <220> field identifier 

L:195 M:283 W: Missing Blank Line separator, <400> field identifier 

L:202 M:283 W: Missing Blank Line separator, <220> field identifier 

L:226 M:332 (32) Invalid/Missing Amino Acid Numbering, SEQ ID:26 

L:235 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID:27 



file://C:\CRF4\Outhold\VsrJ049967C.htm 
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